Supplementary
Acetonitrile.
The gradient solvent was as follows: B = 5% (0 min), 5%
(0.5 min), 20% (3 min), 70%
(3.5 min), 95% (8 min) and 5% (12 min).
A: 0.1% formic acid; B:
The gradient solvent was as follows: B = 10% (0 min), 10%
(1 min), 30% (3 min), 65% (5 min), 70% (10 min) and 10% (12 min Table S2 . The relative abundances (gene copies of ARGs normalized to the gene copies of 16S rRNA) of six tetracycline (TC) resistance genes (tetA, tetC, tetL, tetO, tetW and tetX) and three sulfonamide resistance genes (sul1, sul2 and sul3) as well as the integrase gene of class 1 integrons (intI1) in different phases in system A (control system) and system B (system exposed to antibiotics). Unit, gene copies /16S Rrna; A = control system; B = system exposed to antibiotics; Max, maximum; Min, minimum; SD, standard deviation;
Operational
Asterisks (*) represent significant differences (p<0.05); P1 = operational phase 1 (no antibiotic addition, days 0-40); P2 = operational phase 2 (addition of 5 mg·L −1 TC in system B, days 41-200); P3 = operational phase 3 (recovery phase, no antibiotic addition, days 201-240); P4 = Table S3 . The abundance of dominant bacterial community at the genus level in the anoxic-aerobic systems (A = control system; B = system exposed to antibiotics) based on the high-throughput genetic sequencing. 
